This study reports the presence of the pathogen Perkinsus marinus, notifiable to the World Organization for Animal Health (Office International des Èpizooties = OIE) in the oyster Crassostrea rhizophorae in southern Bahia via proteomic analysis. We analyzed Crassostrea brasiliana from a long-line cultivation system and C. rhizophorae from an adjacent mangrove in Porto do Campo, Camamu Bay, Bahia, Brazil. The collections (n = 100) were performed in October 2012. In the laboratory, the oysters were measured and opened to remove the meat, which was steeped in dry ice. For extraction of proteins, adaptation of a protocol used for mussels was used, after which separation in the first dimension was taken by isoelectric focusing (IEF). The peptides were transferred to a Mass Spectrometer. The obtained spectra were analyzed with the ProteinLynx Global Server 4.2 software tool and also by MASCOT (Matrix Science) and compared to the databases of the SWISSPROT and NCBI, respectively. The identification was evidenced by beta-tubulin, Perkinsus marinus ATCC 50983 and protein homology code in the database NCBI = gi | 294889481. This is the first record of P. marinus in Bahia and the fourth in Brazil.
Protozoa of the genus Perkinsus (Perkinsozoa) affecting bivalve mollusks in various regions of the world and can cause major economic losses depending on the species and the affected host. Among the six species currently considered valid, two (P. marinus and P. olseni), due the severity of infection, they are notifiable to the World Organization for Animal Health (VILLALBA et al., 2004) . The infection caused by these protozoa is known as Perkinsiosis or also as "Dermo", in reference to the first denomination of this protozoan made in the oyster C. virginica, in USA (MACKIN et al., 1950) . The first record of Perkinsus in South America was made in Uruguay (CREMONTE et al., 2005) , in the case of P. olseni, subsequently registered in the state of Sergipe, Brazil (SILVA et al., 2014) . Perkinsus marinus has been registered in Brazil, in the states of Paraiba (SILVA et al., 2013) , Sergipe (SILVA et al., 2014) worldwide. In a study conducted by Luz and Boehs (2016) in the same places, P. marinus was not detected by the techniques mentioned. The detection of P.
marinus through proteomics proved to be in this case more sensitive than molecular tools conventionally used, indicating that perhaps this pathogen is present in low prevalence and/ or low number in the tissues in the study region. The detection probably was only possible because pools of oysters were used in the proteomic analysis, which probably promoted a concentration of the beta-tubulin, Perkinsus marinus ATCC 50983. Then, proteomics can be used as an additional tool in the detection of this pathogen. This is the first record of P. marinus in Bahia and the fourth in Brazil, all in northeastern Brazil.
